3 0 0 0 ,6 0 0 0 -Bis(ethylamino)-2-[(2-hydroxyethyl)amino]-2 0 0 0 ,7 0 0 0 -dimethylspiro-[isoindoline-1,9 0 0 0 -xanthen]-3-one Comment Among many fluorescent compounds, rhodamine dyes are known to have excellent photophysical properties, (Lakowicz, 2006) and they are one of the most widely used fluorophores for labeling and sensing biomolecules (Ko et al., 2006; Wu et al., 2007) . There are a few single-crystal reports about rhodamine derivatives bearing a lactam moiety (Wu et al., 2007; Zhang et al., 2008) . Detailed information on their molecular and crystal structures is necessary to understand their photophysical and photochemical properties.
In the title compound, C 28 H 32 N 4 O 3 , the dihedral angle between the planes of the xanthene ring system and the spirolactam ring is 85.99 (3) . Molecules are linked by intermolecular O-HÁ Á ÁO and N-HÁ Á ÁO hydrogen-bonding interactions.
Related literature
For the synthesis and related structures of rhodamine dyes, see: Ko et al. (2006) ; Wu et al. (2007) ; Zhang et al. (2008) . For related literature on the photophysical properties and applications of rhodamine dyes, see: Lakowicz (2006 (13) = 98.924 (13) V = 1267.4 (4) Å 3 Z = 2 Mo K radiation = 0.08 mm À1 T = 298 (2) K 0.30 Â 0.20 Â 0.15 mm
Data collection
Bruker APEXII CCD area-detector diffractometer Absorption correction: none 8770 measured reflections 4305 independent reflections 3144 reflections with I > 2(I) R int = 0.024 Refinement R[F 2 > 2(F 2 )] = 0.045 wR(F 2 ) = 0.121 S = 1.06 4305 reflections 325 parameters 4 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.34 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) Àx þ 2; Ày þ 2; Àz þ 1.
Data collection: APEX2 (Bruker 2005) ; cell refinement: APEX2; data reduction: APEX2; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0620 (8) 0.0138 (6) 0.0308 (7) 0.0100 (6) C16 0.0461 (11) 0.0459 (10) 0.0416 (10) 0.0196 (9) 0.0147 (9) 0.0048 (8) C14 0.0355 (10) 0.0375 (9) 0.0364 (9) 0.0076 (8) 0.0123 (8) 0.0030 (7) C10 0.0409 (11) 0.0355 (9) 0.0440 (10) 0.0087 (8) 0.0167 (9) 0.0051 (8) C9 0.0357 (10) 0.0342 (9) 0.0333 (9) 0.0050 (7) 0.0111 (8) 0.0036 (7) C20 0.0347 (10) 0.0390 (9) 0.0325 (9) 0.0078 (8) 0.0112 (8) 0.0025 (7) N1 0.0386 (9) 0.0354 (8) 0.0364 (8) 0.0039 (6) 0.0131 (7) 0.0015 (6) C8 0.0358 (10) 0.0333 (9) 0.0336 (9) 0.0051 (7) 0.0130 (8) 0.0004 (7) C15 0.0368 (10) 0.0412 (10) 0.0336 (9) 0.0080 (8) 0.0103 (8) 0.0037 (7) C13 0.0489 (12) 0.0335 (9) 0.0525 (11) 0.0073 (8) 0.0196 (9) 0.0089 (8) C17 0.0381 (11) 0.0623 (12) 0.0342 (10) 0.0176 (9) 0.0109 (8) 0.0021 (8) C19 0.0421 (11) 0.0439 (10) 0.0447 (10) 0.0081 (8) 0.0184 (9) 0.0069 (8) C11 0.0392 (11) 0.0430 (10) 0.0431 (10) 0.0052 (8) 0.0183 (9) 0.0043 (8) O1 0.0694 (10) 0.0368 (7) 0.0717 (10) 0.0053 (7) 0.0168 (8) −0.0085 (7) N4 0.0516 (12) 0.0751 (13) 0.0613 (11) 0.0260 (10) 0.0282 (9) 0.0067 (9) C7 0.0344 (10) 0.0409 (9) 0.0361 (9) 0.0091 (7) 0.0170 (8) 0.0082 (7) C12 0.0442 (11) 0.0432 (10) 0.0431 (10) 0.0024 (8) 0.0181 (9) 0.0078 (8) C18 0.0409 (11) 0.0559 (11) 0.0405 (10) 0.0086 (9) 0.0177 (9) 0.0042 (8) N2 0.0365 (9) 0.0524 (9) 0.0341 (8) 0.0025 (7) 0.0100 (7) 0.0016 (7) C2 0.0420 (11) 0.0412 (10) 0.0465 (11) 0.0110 ( 
